
PFC Dist to 3' gene Length Sequence
OlaBAAC3 4,855 21 AATTAAATATTTTTCAGTGCT

OlaBACG5 25,610 37 AACCAGTAACTGAACTATATATAAGTCATAATAAATT

OlaBACG6 19,300 16 AGAATAGTATTTAACA

OlaBACG7 9,969 199

AAAACATTTTCAGTTTGATGCAAAGAATTTTTGCAAATAAAAT
TTTTCTATACTTTTTTTGCCTCTAACCCAAAGTATGTAATAATT
AAAAAAAAAATAAAAAATTTTGCTTCACTGGATTTAGCCATTT
TTGTGAGCATCAGCTGTGCAGCACAGCCTCGTTGTCTTTGTTG
GAGCTTATTGTTGTGCTCCTTGCCTG

OlaBACG12 8,237 23 GTTAGTTAGACCTCTGCATTCAG

OlaBACG13 1,565 82
AATTAACGCGCTCTCTGGTTAGCAGCGAACCCAGCAGGGCGG
AGGCCCCGAAAAATTAAAATTCCCCGAGCTTTGCGGTCTG

OlaBACG14 1,260 26 AAAGCGGGTTTTTTTTTCTTTTTTTC

OlaBACG15 101 101

AGCAAAGCAGAAGAAAAGAAGAAAAGAGTGACGTAAATCTC
ATAATGTCCCTCTTCTTCTGCTTTAACAAACTCGCGGCTGCAC
GCGGATAATGTCCGAGA

OlaBACG16 4,219 23 GTTTCAACATTTTTGTTTTTGTT

OlaBACG18 10,345 27 TTTGTTGAGTGAGCACAGGGGATCAGT

OlaBACG21 3,582 15 TGATCTCTTCATATT

OlaBACG30 19,382 47
CTGTTTTCCCCTTTGTTGATGTTCTCGCTTATTATGCATTGGAT
AAA

OlaBAGH39 9,226 63
AGAAAGAAACAGCATTTCCTTTTCTTTTCTTATTGAAGCACTTC
CTTTATTGGTTATTTATTG

OlaBAGH40 5,500 29 TGTAATAGCCTATAAATATAGAGAGAAAA

OlaBAGH42 7,066 26 ATGAAAGAGGATTCCAAACATGCAGA

OlaBAGH43 8,371 15 TCTTCCGTTTCTCAC

OlaBAGH45 3,377 83
GCAATAAAAGAATATGACGGCAATAAAAGTTTATAGCGTATA
AATTTCTGAAGGTTAAGAACTAAACGGCTGTAAAGCAAACA

OlaBAGH48 1,753 318

AACATGCAGTCGGATTATTTTGATTTTTCAAATTCAAGATACTT
CCAATTCTCCAAAATACCAGATTTTCTTTGTTTTGCGTGCGTAA
AAGTGTTTGTGGTCACGGGGTCCAAGTTTTCAGTGCCGCAGTT
AGACTTAAACAATTGCCCTGCAGTAGACCAAATTCTCCAGGCC
ATAATCTGGAACGGAACGCAAGAAACACTTATGTTTGGGTAG
GATATGGTCCCATCCATGTTTATTGGATGAGAAACAAAACATG
TGTGTATATGTTCAAAAATGCAACAATTTATGCGTTAAAACAA
TAAATTATTGTTAACT

OlaBAGH53 235 212

CGCTGTGGTTTGCTCTGGCTGCTCACCGTCGCTCTTAGCAGCC
GGCAGCCGCGCGCCTGTTGTGGCTGTGAGGGGAAACACCACA
ACGACGGTCACCGACACCGGCGGTAGACCTGCATTGCCTGCC
ATCCCCCCACCCGCCTTGGTCTCTGTGTGTTATTAGGTCTGCC
ACAAAAAAACCAACAACACACACCTGAAAGCCACTCTGACTC

OlaBAHJ54 9,435 31 AAAAGACAAAAAACATGACAAACGTCATCAG

OlaBAHJ57 24,265 37 ATTTCTAAGACGTGCGTCAGACGACTTTGTAAAACTG

OlaBAHJ60ab 28,111 24 CAACATGAAACTGCCTATTTATGC



OlaBAHJ65bc 6,481 146

ATGAAGAAATGTAATAAATTCCTTGTTGTTTTATGAAAATTTA
CAACTTTGTGATACAAGTTTATGAGTGGCCGCGCGTGGGGATT
GGACGAGGGGTTGGTCATGTGGACGCGCTTAACGTGAACATG
AACTTTTTATGATTTCCC

OlaBAHJ70ab 256 66
CCAATCTGCGATAAACTAAGTGATAGCAGCAGTCGGACTGTC
GACTATAAAGCACAACAAATCATA

OlaBAJK75 1,118 45
CTGAAATGCATCCCGAGCCGGGAAATCAACAAATCATAAATC
AGC

OlaBAJK76 676 71
TTTATGGCTTCTGGTCTCGGGCTTCTAATTTCCAGCCTCAGCAA
AGGTCAATTAACAGGCCTGAGTGATGA

OlaBAKL87bcdef 10,515 193

TGACATTTACATGTCAAACAGATGAGGGGTTTTATCTCCGCGT
CGGATCGTAAAGACCAGGCCGAGCCTCAGACTGACACATCTC
ACTGGCTCTCCTCTGGTCACGTGTGGTCCATAAAGTTAGTTTT
ATGGTTTTGGGGAGTTGACATTGTACTATATATTTCACATTCTA
GAAAGCAAGTGACGGTTTAAC

OlaBAKL96 8,524 14 CATTTTGTTTTTCA

OlaBAKL91 6,950 19 CAGAGCCCGCTTCAGACCA

OlaBAKL102b 4,567 118

GGTGAACTGGAGGTCAGCGCGTCTCACCGACATTAAAATGTG
CACAGGGGAACGCGGGGTGACACGCCTCGCCTGTTAAACAAA
GAGTGTGCCAAAGTCGCAGATTAATTTGAAAACT

OlaBAKL103 1,050 19 AACATTTGGGCATTTATTG

OlaBAKL104abcd 1,310 71
TCTATATCTACCCTGTAGATCCGGATTTGTGTGACGGTCGATG
AAACAATCACAAATTCGCTTCTAGGGGA

OlaBAKL105ac 682 76
GTGATTTAGGAGGCCGTGCGCCCAGAATCACTTGATGAATTTT
CTATCGATCCTAAACAAGCCAGATTCATCTCTG

OlaBALM109 26,025 190

ACACAAAGAAGTGGGTTTTTTGCGGCTTTTGCACACAGAATGC
GCTCTGGCGCACAGGCAGGAGGGCGCGATGATGCGTCCGTCA
CGGCCTTGAGTGATCGCGGTACATTACGCGCAGTAATCTTGTT
TTAAATCACAAGCCTTCCCCCCGTTTCACTCCCGTTCTCCCGTT
AATTTAACGGCAGCTCAG

OlaBALM113bc 256,339 104

ATAGCTCAAACGTTGACAACCAAATAGATAATCAACAAGACG
AATGGCTTCTTTTGTGCAGCGCGGCTCCCGTATTAATTCTCATT
TTCTTTTCTGAGAGCAGG

OlaBALM118b 18,643 26 CTGACGTGGAAAATTCAACTGTCCTT

OlaBALM119 11,949 29 TTATTTAAATATAAACAAAACGTAAATAT

OlaBALM120 7,000 24 TGTAATGTTCATTAAATTTAAATG

OlaBALM121 5,846 227

GATGTGTAAGATGAGAACCAGAATCAATAAGAGCTCATATCG
CTCCCACTCAGCCTCCATCCTCTCTGCTGCTTTTTGCTTTTATT
CCGGGAATAATTCCAGGTCAGCAGTACCTGTCAGCGGCTGCTC
CTGTCCCACAACCTTCGATTAGACTACAAGAGGTTGGTGCTCC
CTATCTGATTTTTCAGCCCCTGCATCTTTCTTCCCTTTCTTTTCC
GCATTTTATC

OlaBALM122 5,232 14 ACTCGTGTAATGTA

OlaBALM123 3,199 207

GGAGAACCGCGGGGACGATCAGGAGGAGGACGGCTGATCAC
AGAAAATGCGATGGGGTAACGGTTCCGTCTGGATCTTTGTCTG
AGATTCTCGGCCCGGATGGCTGCCGGCAGAGCCGCTCAAGCC
AGAGAAATTCGAGGCCATTGTTATCAGCCAGCAGCGGCTGCA
GCCAGAGCTGGTGTCGGGGCGGAGGGTGGAGGTGGAGGG



OlaBALM124 2,850 107

CCGTTCATGCCGCAGGGAGTCCGGCGCGCGCCGCCCGGTCTG
CTGCTGCTGCGGCTCCAGGAGGGGTGGTGCTGCTGCTGCTGCT
GGTGGTCGCCAGCAGCCGTGCT

OlaBALM125 2,564 24 CCACCGGTGCTGAGGAAGGTAAGG

OlaBALM126 2,068 442

TTTAATGGCTTTTCTCTGTCTCCTCCACCTGCAAAGCTCCTCAT
GGCAGGCGCCATTTGTAATTTTATATCCCGGGATAAATCGCAG
AGTGGACACCAAGGCCGAGCTCGTCCCCCCCTCCCTGCCTCC
CTTCCTCTCTGTGTTGTTGTTTGGGCGGCCGTGTCTCTGTCACC
GGCCTGTGTGAGTCGATTATTCAGGGAGGCGTCTAGTAAAGTT
GGTGATTGTATTAAGCTGTAGTCCTACATGCAAGGGGCAGGGG
CATTACGCGTCGCGTTTAATGGCGAAACAGCGTTATGATTTAA
TAACATATTCCTCCCACTCCCGCCGCCTCGTCTCCCTCCCGCT
CCCTCTTCCTGCTGCTCCTCTCTGGACTATTCCTCAGAGTAAAT
AATTAGGATTCCAGCTTGTCTACGAGAAAGATAAATGGCTGAC
ATGTGTGACG

OlaBALM127 203 146

CTATTCATGTCACGGAGCCTTTCAGGGGAGGAAGATGGATTTA
ACTCTGTCATTTCTTTATTCTGTCTCTCTAACCTTTAAGGTCAG
ATTGCAGGGGACCGTTGGAAAGACACCGTCACGTGACCTCCG
GTACCAAATGGTCTTCC

OlaBALM128 12,880 22 TCCTCCTGCCTACCTGCAGCCT

OlaBALM135 204 41 CCTATTCATGTCACGGAGCCTTTCAGGGGAGGAAGATGGAT

OlaBAMN136 9,069 20 AATCAAGAGCTATCTTTTCT

OlaBAMN137 8,843 270

AGCTCTCCTGCCTGGTAGATGAAATAGTTGAGATTTTAATGGG
CAGTTAAGGAGGTGGTTGTATTTATTATGCCGGGTTTTCTCCCC
CTGCAGGCAACACATGTTGTTGTCAGCAGAGCTGAGCTGTGTG
CTGGGCTCAGGCCCTCCATCAGCTGGAGAGCGACAGAGAAAT
GCAACGCTGCTCCACAAAAGCACAGAGAAAAACCACTGGACG
GCCTCCCACTCGCTGTCTACTCTTTTTTGCTTCCTGCAGTACCC
GTCTGTGTCTGT

OlaBAMN138 8,486 199

AACAGGGTTTTATAGGCTTAACTCTCAGTCATGCCTACATGCA
ACATTAAGCTCACTTCCTTTCACAAGCAGAGTTGCCAGCTGTT
GACGTGTTCAAACAAACCTGTGAGAGGACATGCAAGGCGCAT
TTTAGTGTCCTTACCTTTGGCACATCATCGACACAGGGTAAAT
ACCAAGAGTTGAGAGAACTATTTATTTA

OlaBAMN139acde 8,186 54
TCTTGACTTTTAATGTGGAAACAGGGTATATATATTTGAACAA
AATGCATGTCC

OlaBAMN140abc 7,951 260

TCTGGGCATCATTGTTGCACTTAGAGTTTACATTTTGATGGTTA
AAGGTTAAAAAAATAATAATGAAATCTTATTTTGAAGACGGAA
GGCCTTCCAATCAAAGCGTCTTTCACCAATGCGTGTTCAAGGG
AACATTCATATATAAATATTTATTTGTTATAGCCAGTCTAAAA
GGACTTTCTGTTTTATATTAATATTATTTATCCTTCATGTATTTA
TATTGAGGAAAAAAAATACTGTACTTTTTTAGTATTTACCTG

OlaBAMN141 7,391 17 AACAATTCTTTAATAAA

OlaBAMN142 5,129 104

GCTGCTGTCAGCTCTCTCCAAGAGAAAGATTGATCACCGCATT
TCTTTTCTCCCACTCGGGGCTCCTGTGGCCCTCCTCAAAACTT
CCCTGTTAAACTCCCAAA



OlaBAMN143 4,504 619

CATATTGTAAACGGTACTGGCCAGCTCCTCTCGCCTGATGTTA
CCCGCCATTACATCAGCCCAGAGGAGTGGAGCAAATGCCCAT
TGTTTGCGCCTGTCATCGGCTGGGATGCGCGGACTTGCCGCCC
ACACGGCGCACATGGCGACCGGTCGCCTTCTCCCTTTCTTGCC
CCTCAGAAATGGCCCCCCGTTAGGGCCAAACAATGGCACAGG
GATTCTCTTTGCCTCCATATTTGGTGGAAAAAAATAATAATCC
TGCTTCCCATAGACATCTCAGCCGTTGGGCCTGGGGCACTGAT
TGGCTGTTCTGGGTCACGTGACGAGGAATTGGCTGCAAATTCG
CCCCATAGTTCTCCAGTTTAGCTGCCCAGGTCTCCATACGCCT
GTAATATCACCAATATACACAATTATGAAATAGCCTACGCCTT
GACGCCGGCGCGGCCAGGAGCTTACGTGCTGGTGCGTGTTTTT
ATTTGTTTTGTCATTTCCCTGATAAGCCATATTGTGTTCTGTGG
GTGTGCACGCGCATGAGCGTGCGCGCATGCCTGTGTGTGTGTG
TTTGTCCCTTTTTTTCTTTTTGTTTTGGGGAAGGGATTATTCGG
GGTTTCGCCGTTTGAGG

OlaBANO147 8,175 95

TTTAGACCTTAGTTTATTTATTGAGATTCTTTAATAGTGAAAAT
CCAAATTATTTATTGTACATATATTTTCATAGTGGAATAATAAT
AATAAAA

OlaBANO154ab 8,161 62
TATTTATTGAGATTCTTTAATAGTGAAAATCCAAATTATTTATT
GTACATATATTTTCATAG

OlaBANO148 7,478 72
CTGCTCCCCTCCAGAGTCAAAATGGCGCTGGAGACAAAGGAG
GATGTGAACAATGAGCAGTGGCAGCCATTA

OlaBANO149 7,096 17 ATTTATCTCTGCATTAA

OlaBANO155 961 30 AGGTTTCTCTGTTAAACTGGCAGAATTATG

OlaBANO156 740 288

GCTCCTCTTTTATTCCACACCGCTCTGCGCTCTGACACATCCG
CGCTGATATCAGATTGATGGGCCGGTTTGATTGAAGTCTCTTT
GTCGCGCTGATGTCACTGCGAGTGATGGATGAGGCGCGTGCG
CCACTATTGACGCGCGCGCGCACCAACTTCACTCCTGAGCCG
AAAACGACCCCATCCCCTCCTCCTGTACGCACACACACACAC
AAACACTGCCGTGACCAGCTGACAACTTCTGGCCCGGTCACC
ATAGGCGACGAGACACGTGACTCGCGACAGAGGT

OlaBANO161abc 687 64
TCAGATTGATGGGCCGGTTTGATTGAAGTCTCTTTGTCGCGCT
GATGTCACTGCGAGTGATGGA

OlaBANO160 812 21 CCTCCTCACGCACGTTCCTTT


